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Rs3803662 significant associated with
breast cancer risk in Vietnamese population
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Abstract

Breast cancer is one of the most common malignancies among women worldwide. GWASs have
found several potential breast cancer associated SNPs in some populations. Among them,
rs13281615, rs889312, rs10941679 and rs3803662 have been found to have strong relationship
with breast cancer risk in different populations. Rs3803662 were statisti-cally significantly
associated with breast cancer risk in Asian population, while three others SNPs were showed to
have stronger association with breast cancer in American, European and Australian than Asian.
In this study, focusing on Vietnamese people only, four these SNPs were investigated to
understand more about the association between these variations with breast cancer disease. An
optimized genotyping method was used to genotype 600 samples including 300 controls and
300 cases. The result showed that rs13281615, rs889312, and rs10941679 were not associated
with Vietnamese breast cancer patients (P>0.05). However, rs3803662 has strong association
with breast cancer risk in Vietnamese population (P = 0.00122, OR = 1.454, 95%Cl = 1.159-1.826).
Allele A plays the role of increasing the risk of breast cancer and the genotype AA shows
strongly affecting to increase breast cancer risk. Rs3803662 may involve in the list of markers
using for diagnosis breast cancer in Vietnamese people in the future. A further study on larger
sample size is certainly required to increase the reliability of the study. We also suggest doing
more association studies for other SNPs and analyzing the haplotype to identify multiple breast
cancer risk prediction markers for Vietnamese population.
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